Supplementary table 6 Numbers of somatic mutations per tumor in MEN2A components and other tumors
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mean number of mutations 3.5 4 3 36 133 179 485 356 772 1011 2371 1778 319.7 158.5 125.0 50.4 521 2799 296.2 648.6 47.4 62.3 24.8
TTUTTIVET U1 Sdllipie usiiy
whole exome sequencing 4 4 4 8 16 17 24 21 11 11 35 21 222 68 181 214 11 335 165 116 40 387 206
NN
total number of mutations 15 16 12 29 212 305 1163 748 849 1112 8297 3733 70970 10776 22621 10780 573 93755 48866 75242 1897 24119 5109
number of nonsilent mutatic 15 16 11 25 176 289 1132 741 831 1109 - - - - - - - - - - - - -
missense 11 14 10 21 147 249 974 622 722 909 - - - - - - - - - - - - -
nonsense 1 1 0 1 9 18 60 43 48 64 - - - - - - - - - - - - -
insertion 2 1 0 3 4 22 4 3 4 5 - - - - - - - - - - - - -

APA: Adrenal Aldosterone-Producing Adenomas; PT: parathyroid adenoma; MB:

Medulloblastoma

*data obtained from the prensent study, others were derived from Agrawal et al.2013, Sjcblom et al.2006, Wood et al. 2007, Jones et al.2008, Parsons et al.2008, Newey et al.2012,
Cromer et al.2012,Lawrence et al. 2013, Lawrence et al.2014



