
p=0.149 p=0.541 p=0.163 p=0.805 p=0.676 

Supplementary Table 1 Correlation of clinicopathological variables to molecular TERT aberrancies in FTC 

 
 

FTC variable                            TERT Expression (Y/N)         TERT mutation (Y/N)                  Hypermethylation (Y/N)                 Copy number gain (Y/N)     TERT aberrant/not aberrant 
                                                  n=28/n=37                               n=19/n=75                                   n=25/n=52                                       n=6/n=71                               n=43/n=31       

Age at diagnosis (median)       66/48           p=0.004                68/51          p=0.006                    69/51          p=0.008                          51/56          p=0.887               66/45          p=0.002                                     

Female                                     n=15/n=25   p=0.251                n=9/n=49   p=0.150                     n=14/n=42  p=0.643                         n=3/n=44     p=0.564               n=23/n=20 p=0.200  

Tumour size (median mm)       42/41           p=0.865                9/40            p=0.261                    36/44           p=0.167                         45/41           p=0.758              41/44          p=0.568 

T-stage     

    T1                                         n=2/n=4            n=2/n=10                                     n=3/n=6                                            n=0/n=8                                   n=3/n=4 

    T2                                         n=6/n=11                                  n=2/n=25            n=9/n=11                                         n=2/n=19                                 n=13/n=7 

    T3              n=19/n=22                    n=15/n=39          n=11/n=35                                        n=4/n=42                                 n=25/n=19 

    T4                                       n=1/n=0           n=0/n=1           n=1/n=0                                            n=0/n=1                                   n=1/n=0 

Hürthle cell                               n=9/n=4       p=0.058                n=3/n=17    p=0.753                    n=6/n=10    p=0.504                         n=3/n=13      p=0.064              n=11/n=3    p=0.130 

Ki-67 index (median)                8%/3%         p 0.001               7%/4%        p=0.214                    7%/4%        p=0.014                         11%/4%        p=0.015              8%/3%        p 0.001                                                                  

Extrathyroidal growth                n=7/n=1      p=0.017                n=6/n=5      p=0.008                    n=3/n=6      p=1.000                         n=0/n=9        p=1.000              n=8/n=1      p=0.069  

Lymph node spread                  n=3/n=1      p=0.588                n=0/n=5      p=1.000                    n=2/n=2      p=0.611                         n=1/n=3        p=0.538              n=3/n=1      p=1.000   

Subtype (WHO 2004)   

  miFTC                                     n=1/n=11                                  n=5/n=33                                    n=5/n=18                                           n=1/n=22                                 n=8/n=10  

  wiFTC                                     n=27/n=26                                n=14/n=41                                  n=19/n=34                                         n=5/n=48                                 n=34/n=20  

Subtype (WHO 2017)   

  miFTC                                     n=10/n=12          n=7/n=33                                     n=9/n=20                                         n=2/n=26           n=16/n=10 

  eaiFTC                                    n=2/n=5           n=1/n=11                                    n=4/n=5                                            n=1/n=8                                   n=5/n=3 

  wiFTC              n=16/n=20          n=11/n=30          n=11/n=27                                        n=3/n=36                                 n=21/n=17  

   

Number of cases with available data for each molecular analysis is indicated as (n=). Cases with a confirmed molecular TERT aberrancy were combined in the column “TERT aberrant/not 

aberrant” and cases with missing data cannot be considered as “not aberrant” and were therefore excluded in this column. Hypermethylation is defined as a higher methylation index (MetI) than 

the highest MetI in an adenoma (18%). P values were calculated using Chi
2 

test or Fisher exact test for categorical variables and Mann-Whitney U test for continuous variables. P values lower 

than 0.01 were regarded as significant. Significant P values are in bold. Abbreviations: FTC, follicular thyroid carcinoma; miFTC, minimally invasive FTC; eaiFTC, encapsulated angioinvasive 

FTC; wiFTC, widely invasive FTC. 

p=0.114 
p=0.659 

p=0.224 p=0.009 p=0.148 

 p=0.313 p=0.712 p=0.665 p=0.924 p=0.791 


